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The Problem
RecT and Redp are not well |

T biocherical mechanisms of
|

understood principally due to @
I maion. How does RecT or Redj reallybind 1o NA W
residues are involved? The purpose

afomic level sructure of the RecT an
complex it DNA, We use X2y cystalographt imited
prleolyss, and tandem mass specramelry 1o probe the structure
513 RecT and Redp proteins fom diferent organisms {homologs).

. Protein Purfication Scherme
Hamologs of RecT and Redp were loned ino pETZE0 veclors
and then purfied to ~98% purity via colum chromatography.
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The best crystls of
| Listeria innocua RecT did
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