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Generalized Random Sets for Funcional Enrichment Analysis Using OCCBIO 2008
16 |[Primary Genomics Datasets'- J. Freudenberg, S. Sivaganesan, M. Phatak, OCCBIO 2009
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29 Study on H274Y Mutation in H1N1 Swine Flu 2009 Outbreak - A.
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Organization and Expression Analysis of Predicted Protein Networks in the
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